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Abstract 
The physical and genetic map of mtDNA from Neurospora crassa strain 74-ORS23-1A. 
This genetic map is available in Fungal Genetics Reports: https://newprairiepress.org/fgr/vol29/iss1/15 
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Neurospora mtDNA is a circular molecule of approximately 60 kb (2,19).
Thick lines indicate sequences corresponding to rRNA genes; the thin line
represents the intron in the large rRNA gene. The organization of the rRNA genes
has been determined by Southern and Northern hybridization, R-loop electron micro-
scopy, and Sl nuclease experiments (2,8,10,12,17).
Dots indicate tRNA genes. The locations of several specific tRNA genes have
been determined by Southern hybridization and DNA sequence analysis (8,12,13,20,22).
Restriction enzyme maps: EcoRI (2,19); Hind11 (8,9); Hind111 (8,9,11,12,19);
BamHI (19). Some sites for other enzymes are also known: BglII (1,14); HpaI (8);
HapII (1). More detailed restriction site information and some DNA sequence data
have been published for EcoRI-4 (21) and HindIII-7b (12,13,22).
Dashed lines identify putative protein coding regions that have been identified
by hybridization with specific fragments of yeast mtDNA containing sequences for
cytochrome b (cob), subunits I,-- II, and III of cytochrome c oxidase (oxi-3,
(1,15,21), _ _oxi-l and oxi-2 respectively), and two ATPase subunits (oli-1 and
oli-2). `The DNA sequence of the gene for cytochrome oxidase subunit III has been
determined (4). It is not known if the gene homologous to oli-1 is functional (21).
There is suggestive evidence that a replication origin is located near the
boundary of EcoRI-4 and 6 (3,6).
Strain 74A described here is defined as having type II mtDNA (16). The other
common laboratory strain, Em5256 (type I), has two detectable differences in its
mtDNA when compared to 74A: EcoRI-5 is 1200 bp shorter; EcoRI-9 is 50 bp longer
(2,16). Many other structural alterations have recently been found in natural
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